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Research Summary

Interdisciplinary researcher in bioinformatics, AI, and human–computer interaction

(HCI) with 12+ years’ experience in software development, AI/ML systems, and workflow

automation. Focus on large language model–driven scientific tools, reproducible data

frameworks, and human–AI collaboration for biological and environmental informatics.

Research Interests

• Workflow automation and knowledge graph–based data management

• Bioinformatics and FAIR data integration

• Human–Computer Interaction for scientific tools

• AI and Large Language Models (LLMs) for scientific reasoning and automation

• Reproducible and Responsible AI Systems

Education

1. Ph.D. in Computer Science, University of Idaho, Moscow, ID Aug 2024 – Present

• Focus: Scientific Workflows, AI/LLMs, HCI, Bioinformatics — GPA: 4.00

2. M.Sc. in Computer Engineering, Universitat Rovira i Virgili, Tarragona, Spain 2016

• Thesis: Automatic Preference Learning on Semantic Attributes — GPA: 7.91/10

3. B.Sc. in Computer Science & Engineering, Shahjalal University of Science & Tech-

nology, Bangladesh 2008

• GPA: 3.64/4.00

Research Experience

1. Graduate Research Assistant, University of Idaho, Moscow, ID Aug 2024 – Present

• Leading design of CAFE, a cross-domain data analytics platform integrating AI/ML

pipelines for biological and environmental data.

• Developing reproducible frameworks for human–AI collaboration in research data

workflows.

• Mentoring graduate students in FAIR data principles, AI workflow automation,

and HCI design.

• Developed and contributed to multiple research projects:

– SmartGrant: AI-driven research budgeting and grant proposal assistance sys-

tem, enhancing compliance and decision-making.

– CroW (Cross-domain Wrapper Generator): Modular AI system for auto-

mated web wrapper generation and data integration across heterogeneous sources.

– VisFlow: Visual workflow platform for designing, executing, and monitoring

data-driven experiments in biology and environmental research.

– FAIRBridge: AI system for accessing and analyzing biological databases, pro-
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moting FAIR data principles.

– Project 360: Intelligent tutoring system for database education, providing per-

sonalized learning and interactive assignments.

– SoDa (Semantic Data Foraging): Tool to discover and access relevant biolog-

ical data from heterogeneous web sources efficiently.

2. Graduate Research & Teaching Assistant, University of Idaho Aug 2021 – Jul 2024

• Conducted research on LLM-assisted tutoring systems and intelligent SQL feed-

back.

• Designed AI-driven scientific visualization and workflow automation tools.

• Supported C++ Programming and Database Systems courses.

3. Research Consultant (DEVS Modeling), ASL Systems, Dhaka, Bangladesh Jul 2020

– Jul 2021

• Designed DEVS-based simulations for biological imaging and multimodal sensor data.

• Automated experimental pipelines for environmental research.

Industry & Development Experience

1. Full-Stack Developer (Remote), Cover Whale Insurance Solutions, USA 2020 – 2021

• Built insurance data management systems using VueJS, Node.js, PHP, and MySQL.

• Developed analytics dashboards and integrated API automation pipelines.

2. Full-Stack Developer (Remote), MBS Electronics GmbH, Germany 2015 – 2019

• Developed avionics data tools and control interfaces using C++/PHP, JavaScript and

MySQL .

• Improved system scalability and reliability following ARINC standards.

3. Software Engineer, Phase 3 Solution, Dhaka, Bangladesh 2010 – 2014

• Designed Linux-based enterprise automation and database tools.

• Mentored junior developers and implemented reproducible development workflows.

Selected Publications

1. SN Sakib, K Naha, SY Rubaiat, HM Jamil. A GenAI System for Improved FAIR Indepen-

dent Biological Database Integration. ACM JDIQ, 2025.

2. K Naha, SY Rubaiat, SN Sakib, HM Jamil. WriteAssist: A Personalized Generative AI

System for Autonomous Literature Reviews. ACM Hypertext, 2025.

3. K Naha, S Rubaiat, H Jamil. Are Large Language Models Smart Enough for SQL Tutoring?

IEEE ICALT, 2025.

4. K Naha, HM Jamil. Abstract Visual Scientific Workflow Design using VisFlow 2.0. ACM

SSDBM, 2025.

5. K Naha, H Jamil. A Declarative Query Language Enabled Autonomous Deep Web Search

Engine . ACM SAC, 2024.

Awards & Honors

1. Outstanding Graduate Student Nominee, University of Idaho (2023)

2. Special Promising Work Award, IEEE ICDH (2021)

3. Top Rated Plus Freelancer, Upwork (2015, 2021)

4. ACM SIG Student Member (since 2022)
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5. IEEE Student Member (since 2025)

Technical Skills

• AI/ML: PyTorch, TensorFlow, Scikit-learn, Hugging Face Transformers, Keras, XGBoost,

LightGBM, AutoML frameworks

• Bioinformatics: Biopython, Galaxy, BLAST, FASTA/FASTQ processing, Sequence Align-

ment, Genomics pipelines, FAIR data principles, Omics data analysis

• Programming: Python, R, C++, PHP, Java, SQL, Node.js, ReactJS, Bash scripting,

MATLAB, Rust (basic)

• Systems & Tools: Linux, Docker, Git/GitHub, CI/CD pipelines, Jupyter Notebook, VS

Code, Overleaf/LaTeX, Virtualenv, Conda

• HCI & Visualization: ReactJS, D3.js, Plotly, Matplotlib, Seaborn, Figma, Tableau,

Shiny, Human-centered design principles

• Databases & Data Management: MySQL, PostgreSQL, MongoDB, SQL optimization,

NoSQL, Data Warehousing, ETL pipelines

• Cloud & Deployment: AWS (EC2, S3, Lambda), Google Cloud Platform, RESTful

APIs, FastAPI, Flask, Docker-compose

Teaching & Mentorship

• Instructor and lab lead for C++ Programming and Database Systems

• Mentored graduate and undergraduate students in AI-driven research tools

• Guided projects on LLM-based tutoring, scientific workflows, and FAIR data automation

Service & Collaboration

• Reviewer for ACM and IEEE venues (ACM SAC, BDCloud, BLP Workshop)

• Contributor to FAIR COMPUTATIONAL WORKFLOWS Community

• Collaborator across biological, agricultural, and computational data science teams

References available upon request.
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